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Figure S5.Expression profile of TkSRPP/REF gene in Taraxacum kok-saghyz leaves under MeJA induced
hormone treatment. The data is the average+SD of three biological replicates. The error bar displays the
mean=+SE of three independent replicates. The average values represented by the same letter showed no

significant difference when p<0.05, as determined by Duncan's multiple range test.



